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	About the Measure 

	Domain
	Smoking Cessation, Harm Reduction and Biomarkers


	Measure
	Polygenic Risk Score (PRS)

	Definition
	A single scored value that quantifies an individual’s genetic disposition to a trait, used to estimate the risk of disease or other clinically relevant outcomes including cardiovascular disease and breast cancer. Typically, PRSs are calculated by summing the number of trait-associated alleles in an individual weighted by per-allele effect sizes from genome-wide association study (GWAS) data and normalized using a relevant population distribution.



	About the Protocol

	Description of Protocol
	The National Human Genome Research Institute (NHGRI) Clinical Genome Resource’s (ClinGen) Complex Disease Working Group and the Polygenic Score Catalog (PGS) together define the Polygenic Risk Score Reporting Standards (PRS-RS). The PRS-RS are a suite of standard items outlining the minimal information needed to develop, implement, interpret and evaluate PRSs regarding reproducibility and transparency throughout the PRS development process, especially for downstream clinical applications. Reporting standards include the background of risk scores, study populations, development of risk models, interpretation, and model parameters. The PGS is an open database of polygenic risk scores and consistently curated metadata needed for transparency and reproducibility of PRSs. Many, but not all, traits and diseases are listed in the PGS. If a trait is not listed, the investigative team will need to develop the PRS for that trait. 

	Protocol Text
	NHGRI ClinGen Complex Disease Working Group and the PGS Catalog’s PRS-RS are published in Wand et. al., 2021. The PGS Catalog is available at https://www.pgscatalog.org/. The PGS Catalog contains links to summary statistics used to derive PGSs in the NHGRI-EBI GWAS Catalog, available at https://www.ebi.ac.uk/gwas/downloads/summary-statistics.

	Participant
	All ages

	Source
	Wand, H., Lambert, S. A., Tamburro, C., Iacocca, M. A., O'Sullivan, J. W., Sillari, C., Kullo, I. J., Rowley, R., Dron, J. S., Brockman, D., Venner, E., McCarthy, M. I., Antoniou, A. C., Easton, D. F., Hegele, R. A., Khera, A. V., Chatterjee, N., Kooperberg, C., Edwards, K., Vlessis, K., … Wojcik, G. L. (2021). Improving reporting standards for polygenic scores in risk prediction studies. Nature, 591(7849), 211–219. 

	Language of Source
	English

	Personnel and Training Required
	Training in the use of PRS analysis software.


	Equipment Needs
	This method requires the use of software to analyze and calculate the PRS.

	Protocol Type
	Secondary Data Analysis  
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	Process and Review
	Not Applicable
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